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• [CCTGTCCCTCACCTGCGCTG TCTATGGTGG6TCCTTCAGTGGTTACTAC TGGAGC I GGATCCGCC 
AGCCCCCAGGGAAGGGACTGGAGTGGATTGGGGAAATCAATCAAAGTGGAAGCACCAATTACAA 
CCCGTCCCTCAAGAGTCGAGTCATCATATCAATAGACACGTCCAAGACCCAGTTCTCCCTGAAGT 
TGAGCTCTGTGACCGCCGCGGACACGGCTGTGTATTACTGTGCGAGAGA] [GACTCCCC] [ATGCT 
TTTGATATCTGGGGCCAAGGGACAATGGTCACCG I'C FC l"l CAG JCCTCCACCAAGGGCCCATCGG 
TCTTCCCCCTGGCGCCCTGCTCCAGGAGCACCTCCGAGAGCACAGC(GC)GCCCTGGGCTGCCTG 
GTCAAGGACTACTTCC 
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[CAGTCTCCATCCTCCCTGTCTGCATCTGTAGGCGACAGAGTCACCATCACTTGCCAGGCGAGTC 

AGGACATTAGTAAGTTTTTAAGTTGGTTTCAACAGAAACCAGGGAAAGCCCCTAAACTCCTGATC 

TACGGTACATCCTATTTGGAAACCGGGGTCCCATCAAGTTTCAGTGGAAGTGGATCTGGGACAGA 

TTTTACTCTCACCATCAGCAGCCTGCAGCCTGAAGATGTTGCAACATATTTCTGTAACAGNATG 

ATGATCTCCC]r.ATACACTTTCGGCCCTGGGACCAAAGTGGATATCAAAC]GAACTGTGGCTGCAC 

CATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCC 

TGCTGAATAAC !' r.CTAT(XCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCC 
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CAGGTCCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCTTCAGTAGCTMGGCATGCACTGGNT 
CCGCCAGGCTCCAGGCAAGGGGCTGGAGTGGGTGGCAGAAATATCATATGATGGAAGTAATAAA 
. TACTATGTAGACTCCGTGAAGGGCCGACTCACCA rCTCCAGAGACAA I7CCMGAACACGCTGT 
ATCTGCAAATGAACAGCCTGAGAGCTGAGGACACGGC1 G I GTATTACTGTGCGAGAGA] [CCGAC 
TGGGGAT][CTnGACTACTGGGGCCAGGGAACCCTGGTCACCGTCICCTCAG]CCTCCACCAAGG 
GCCCATCGGTCT'f CCCCCTGGCGCCCT6CTCCAGGAGCACCTCCGAGAGCACAGC (GC ) GGCCCT 
GGGCTGCCTGGTCCAAGGACTACTTCCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCTC 

TGACCAG 

FIG. 16C 

[CTGACNCAGTCTCCAGACTCCCTGGCTGTGTCTCTGGGCGAGAGGGCCACCATCAACTGCAAGT 
CCAGCCAGAGTGTTTTATACATCTCCAACAATAAAACTACT1AGCTTGGTACCAGCAGAAACCA 
GGACAGTCTCCTAAACTGCTCATTTACTGGGCATCTACCCGGAAA'I CCGGGGTCCCTGACCGATT 
CAGTGGCAGCGGGTCTGGGACAGA r I rCACTCTCACCATCAGCAGCCTGCAGGCTGAAGATGTG 
GCAGTTTATTACTGTCAACAGTATTATGATACTCC][ATTCACTTTCGGCCCTGGGACCAAAGTGG 
ATATCAAAC]GAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAA 
TCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAGAGGCCAAAGTACAGTG 
GAAGGTGGNTAACGCCCCA 
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[TCCCTCACCTGC6CTGTCTATGGTGGGTCCTTCAGTGGTTACTACTGGACCTGGATCCGCCAGCC 
CCCAGGGAAGGGGCTGGAGTGGATTGGGGAAATCATTCATCATGGAAACACCMCTACAACCCG 
TCCCTCAAGAGTCGAG7 CTCCA rATCAGTTGACACG I CCAAGMCCAGTTC 1 CCC I GACACTGAG 
CTCTGTGACCGCCGCGGACACGGCTGTG'fAl TACTGTGCGAGAGG j 16G6AGCAGTGGCTGC6 J [T 
TTGACTACTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAG]CCTGCACCAAGGGCCCATCGGT 
CTTCCCCCTGGCGCCCTGCTCCAGGAGCACCTCCGAGAGCACAGC ( GC ) GGCCCTGGGC TGCCTG 
GTCAAGGACTACTTCCCCCGAACCGGTGACGGTGTCGTGGMCrCAGGCGCTCTGACCAGCGGC 
GTGCACACCTTCCCA 
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CTGACCCAGTCTCCATCCTCCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCACTTGCCAGGC 

GAGTCAGGACATTAGTMCTATTTAAATTGGTATCAACAGAAAGCAGGGAAAGCCCCTAAGGTCC 

TGATCTACGCTGCATCCAATTTGGAAGCAGGGGTCCCATCAAGGTTCAGTGGAAGTGGATCTGGG 

ACAGATTTTACTTTCACCATCAGCAGCCTGCAGCCTGAAGATATTGCAACATATTATTGTCAACA 

CTATGATAATCT ] A [ CTCACTTTCGGCGGAGGGACCAAGGTAGAGATCAAAC ] GAACTGTGGCTGC 

ACCATCTGTCTTCATCTTCCCGCCA1CTGATGAGCAGTTGAAA1CTGGACTGCCTCTGTTGTGTG 

CCTGCTGAATAACTTCTATCCCAGAGAGGCCAAAGTACAGTGGAAGGTGG 
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AGTCTCTGAAGATCTCCTGTAAGGGTKTGGATACAGCT I'fACCAGCTAC'l GGATCGGC'I GGQJG 



CGCCAGATGCCCGGGAAAGGCCTGGAG I GGATGGGGATCA'I C I ATCCTGGTGAC1CTGATACCA * 
GATACAGCCCGTCCTTCCAAGGCCAGGTCACCA l'C I CAGCCGACAAG1 CCATCAGCACCGCCTA . 
CCTGCAGTGGAGCAGCCTGAAGGCCTCGGACACCGCCATGTA'I I ACTGTGCGAGACAJ [GGACGG 
TG] [ACTCCTT'1 6ACTACTGGGGCCAGGGAACCCTGGTCACCGTC I CCTCAG3CCTCCACCMGGG 
CCCATCGGTCTTCCCCCTGGCGCCCTGCTCCAGGAGCACCTCCGAGAGCACAGC ( GC ) GGCCC'I G 
GGCTGCCTGGTCCAAGGACTAC1 1 CCCCC6AACCGGTGACGG I G IT.GTGGAACTCAGGCGC I CT 
GACCAGCGGCGTGCACACCTTCCCACTGCCA 

FIG. 16G 



TGTCTGCATCTATTGGAGACAGAGTCACCATCACTTGCCGGGCMGfCAGAGCATTAGCAACTA 

TTTAMllGGTATCAGCAGAAACCAGGGCAAAGCCCCTAAGTTCCTGATCTATGGrGCArCCAGT 

TTGGAMGTGGGGTCCCATCANGGTTCAGTGGCAGTGGATCTGGGACAGATTTCAC'I'CTCACCAT 

CAGCAGCCTGCAACCTGNGGATTTTGCAACTTAC1AC rG!CAACAGAGTTACAGTAACCC]T[CTC 
ACTTTCGGCGGNGGGACCAANGTGGAGATCAAACJGAACTGT6GCTGCACCATCTGTCTTCATCT 
TCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCT 
ATCCCAGAGAGGCCAAAGTACA 
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